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How MultiBac™ Works:

SO BRI b

Expression of protein in insect cells

Design and clone your gene(s) of interest (GOIs) into MultiBac™ acceptor and donor vectors
Match and mix your GOlIs and then (re)combine them into one construct

Select your construct using unique combination of antibiotic resistance markers

Transfer the entire GOls-assembly into the MultiBac™ bacmid

Select and amplify your gene-containing MultiBac™ bacmid

Transfect insect cells with purified MultiBac™ bacmid

MultiBac™ Baculoviral DNA

MultiBac™ Transfer Vectors
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Specific Viral Gene Deletions to Improve Expression
Characteristics
* Elimination of viral protease activity
* Engineered to boost production of membrane proteins
and secreted proteins

Two Separate Entry Sites for Heterologous Gene-Containing
Plasmids
* Th7 and LoxP entry sites
» Easy expression of multiple proteins
* Co-expression of folding enzymes for low yield proteins, or
post-translational modification enzymes such as
glycosylation enzymes

Ease of Monitoring Virus Production
* Virally encoded fluorescent protein
* No need for time consuming viral titer estimations

Suite of Transfer Vectors
¢ 5 transfer vectors
e All contain DNA recombination elements and a separate
antibiotic markers

Easy Fusion of Transfer Vectors Using DNA Recombination
* LoxP sequence allow fusion of multiple transfer vectors
+ Compatible with high throughput setups

Vectors Enter the MultiBac™ Baculovirus DNA at Two
Separate Sites
* In vivo DNA recombination using Tn7 transposition or Cre-
Lox recombination

Small Size
* Fully synthetic plasmids: only required DNA elements
+ Maximal convenience for large genes or multiple genes
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